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ml Dengue Shock Syndrome (DSS): Liver 
Involvement in Fatal versus Non Fatal Cases 
C. Suharti I ,  T.E. Setiati I ,  M.S. Tmtotenojo 
Djokomoeljanto ', G. Rahmanin grum', J. Setiabudi', E.C.M. van 
Gorp ', WM.V Dolmans '. 'School ofMedicine, Diponegoro University, 
Dr. Kariadi Hospital Semarang, Indonesia, *Department of Internal 
Medicine Slotemart Hospital Amsterdam, The Netherlands, 3Department 
of Internal Medicine, Katholic University of Nijmegen, The Netherlands 
Objectives: To get c h c a l  pictures and laboratory h h g s  con- 
cerning liver involvement in DSS. 
Methods: Cross sectional study. Fivety children DSS patients 
admitted to Dr. Kariadi Hospital hm.June  24, 1996 to Decem- 
ber 10, 1996, were evaluated for physical examination, laboratory 
tests: SGOT, SGPT, Total protein, Albumine, A k a h e  phosphatase, 
Gamma-GT and Prothrombin time. We also measured TNF level in 
13 out of 50 DSS cases. 
Results: Hepatomegdy was found in 88% of cases. Laboratory 
findings fatal vs non fatal cases were: the median of SGOT was 
(143 vs 76) u/l, SGPT (41.50 vs 26) u/l, Alk. Phosphatase (115 vs 
138) u/l, Gamma-GT (31 vs 17) u/l, Total protein (4.50 vs 4.65) 
g/dl, Albumine (3.30 vs 3.50) g/dl, Prothrombine time (18 vs 14.6) 
seconds. The TNF data b m  13 cases showed, that there seems to 
be very high level in fatal cases. 
Conclusions: 1. Hepatomegaly was found in 88% cases of DSS. 
2. Hlgh level of SGOT, SGPT, low level of total protein and albu- 
mine, and prolonged of prothrombin time were found in DSS, but 
more remarkable in fatal cases. 3. The level of alkaline phosphatase 
and Gamma-GT were relatively normal. 4. There seems to be very 
high level TNF in fatal cases. 5. The correlation between the pro- 
longed of prothrombine time and high level of TNF needs further 
investigation. 
H. Setiawan I ,  
I P1446 I C1Q Induces Conformational Changes into the 
A. Vladyko, T. Shkolina, V. Zaytseva. Research Instifute of 
Epidemiology and Microbidon, Minsk, Belarus 
It was shown that a guinea pig complement, being added to anti- 
gen in Lassa virus ELSA-test, intensdied sensitivity and specificity 
of the assay. The analysis of mice antibodies spectrum, involved in 
this phenomenon, demonstrated that the intensification of method's 
sensitivity as much as 8-16 times took place in polisterol plate sensi- 
bhation with antibodies of IgG2a and IgG2b subclasses and when 
the complement was added to antigen. 
On the basis of footprinting data it was proved, that after bind- 
ing to antigen-antibody immune complex, the complement induced 
conformational changes in antigen. 
Footprinting and ELISA data permitted us to assume, that the 
Clq component of the complement and MAbs of various isotypes, 
specific to NF' protein of Lassa virus, induced changes in antigen in 
different ways, affecting various antigen-active sites. 
NP of Lassa Virus Antigen 
Miscellaneous viruses 
I P1447 False Positive Results in the Serologic 
Diagnostic of the Human Parvovims B19 
Infection 
M. Rivera, A. Menasalvas, F! Gijbn, F! Catalin, 
C. Sinchez-Carrillo, E. Bouza. Hospital General Gregorio Mamtibn, 
Madrid, Spain 
Parvovirus B19 (PVB) is a DNA virus recently implicated in a wide 
spectrum of human diseases. IgM antibody detection constitutes the 
easiest and most available dngnostic procedure for recent infections. 
From January 1993 to December 1995, our laboratory received 
the request to determine IgM-PVB (Parvo-Bl9 EM IgM test, 
MarDx Diagnostics) in 584 clinical samples. Of these, 95 samples 
h m  65 patients were positive. We were able to find adequate clinical 
information in 46 cases. Twelve cases (26%) were considered "false 
positive": Ten adults with liver transplantation with acute CMV in- 
fection (positive viral culture), a child with measles mfection (clinical 
presentation and seroconversion) and one case with EBV infectious 
mononucleosis (IgM). The remaining 34 cases had c h c a l  mani- 
festations well described in relation to PVB: Seven were pediatric 
patients, the most of them with erythema infectiosum, 7 healthy 
young women presented arthralgias or erythematous-mh illness, 16 
were HN-positive patients with persistent anemia and 4 other pa- 
tients had hematological disorders. Most frequent signs were: anemia 
(58%), s h  lesions (47%), fever (38%) and arthralgias (20%). 
The high rate of "false positive" in our study warns against over- 
interpretation of the results. 
ml Persistence of Human Parvovirus B19 DNA in 
Bone Marrow of Heatthy Donors 
F? Cassinotti I ,  G. Burtonboy *, G. Siegl I .  'Instifufefor Cliniral 
Microbiology and Immunology, St. Galkn, Switzerland, Uniuenid 
Catholique de Louuain, Bnucelles, Belgium 
Objectives: To mvesngate the presence of human parvovirus B19 
(B19V) in bone marrow of healthy bone marrow donors. 
Methods: Presence of B19V DNA was tested in blood and/or 
bone marrow samples obtained h m  a total of 45 healthy bone mar- 
row donors using a nested polymerase chain reaction assay (nPCR). 
The serological status of the donors was determined by enzyme im- 
munoassay (EM). 
Results: B19V DNA was detected in the bone m m w  of 4 out 
of 45 donors (9%). Among serum samples available h m  39 donors 
none tested positive for B19V DNA, 28 (72%) contained anti-B19 
IgG antibody only as a sign of past infection, and none contained 
anti-B19 IgM antibody. Anti-B19 IgG antibody was detected in each 
serum sample available for 3 of the 4 individuals with B19-DNA in 
bone marrow. 
Conclusions: These results indicate that B19V may persist in 
the bone marrow of 11% (3/28) of donors with serologically docu- 
mented past B19V infection. 
I PI449 I The Polyomyelitis in Kosovo and Metohia in 
1996 Year 
N. Cvetkovic, S. BaljoSeviS, C. VujiZiC, R. Katanic, N. Popovic, 
S. Stojanovit. The Clinic ofI$ecriue Diseases, fiutina, Yugoslavia 
In places where antiepidemic measures were not applied properly 
and hygienic conditions of life are bad, epidemic form of disease are 
possible. The aim of this work is to point on differency of clinical 
picture and epidemiological characteristics epidemy of polyomyeli- 
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tis in 1996 year in Kosovo. Methods of this work is retrospective 
analysis of patient who were cured in Cknics for the mfective dis- 
eases in Pristina under the diagnosis polyomyelitis during the period 
of 7.9.-13.11.1996. Results of work for period we talked about 
it is cured 25 chlldren dlseased of polyomyelitis age 2-57 months 
fium the surroundings: Prizren (15 cases), Orahovac (8), Leposavic 
(1). Opolja (1). Chidren were hospitalised for about 13 days after 
the beginning of the disease with mostly heavy form of flaxy para- 
plegic or monoplegic. One 7 month old baby with spinobulbar form 
of disease died. From coprocultures of already afFected on Institut of 
Tonak in Belgrade virus Polyomyelitis type 1 has been isolated. From 
copro of people who were in contact with the diseased in 5 cases 
polyo tip 1 has been isolated. Only two diseased patients were com- 
pletely vaccinated. Others were not. In conclusion we may say that 
each miss contact in sistematic vaccination against polyomyelitis may 
lead to minor or major epidemic of &us disease with very heavy 
consequences. 
1 PI450 I Pathogenesis of Congenital Rubella Syndrome: 
Pathway and Interval of Viral Transmission 
from Mother to Fetus 
S .  Katow, S .  Arai. National Institute OfHealfh, Japan 
Objectives: To clear the pathway and interval of the rubella virus 
transmission fium the infected mother to the fetus. 
Methods: El gene of the rubella virus genome was extracted 
fium the specimens, reverse transcribed and amplified by a nested 
PCR. Quantitation of the rubella virus genome in the tissues 
of fetal origin after the prenatal dlagnosis was performed using a 
Perkin-Elmer QPCR System 5000. Amount of the genome was 
expressed in a luminosity determined at a wavelength of 620 nm. 
Results: Appearance of rash in the mother possibly depended on 
the viral growth level, that is, high titer of the virus might induce the 
rash. The virus was transmitted fium the infected mother to the fetus 
via chorionic villi. The duration from the mother to the chorionic 
vilh was 10-20 days and that from the vlul to the fetus 20-40 days 
after rash. The virus easily persisted in the lenses of a child with 
cataract even 3 years and 9 months after birth. Th~s  persistence was 
not dependent on the chical symptom in the mother. 
Conclusion: Rubella virus is transmitted fium the mother to the 
fetus via chorionic vilh within 40 days after rash in the mother. 
I PI451 I Measurement of Avidity of Specific IgG and 
Their Role in the Differentiation between 
Primary Rubella and Rubella Reinfection 
V. Milosevic, V Jerant-Patic, I. Hrnjakovic, E. Mrdja. Institute .f 
Public Health, Department .f Virolo~, Bulevar rwoluciie 91, 21000 
Novi Sad, Box 105, Novi  Sad, Yugoslavia 
Primary infection by rubella virus of non immune pregnant woman 
poses a great risk of mfection spreading to the fetus. The intrauter- 
ine infection often results in fetal loss or in birth of a chdd with 
the feared chronic rubella syndrome. Conventional serodiagnosis of 
rubella acquired posmatally has relied on the detection in paired sera 
of a significant rise in specific IgG antibodies omn the presence in 
a single sample of rubella IgM. Neither of these findings, as is now 
known, is specific for primary infection. 
The total rubella IgG antibody avidity ELISA, as describe by Hed- 
mann and Rousseau for Werendation between acute rubella infec- 
tion, and reinfection were evaluated in 101 sera of pregnant woman. 
The development of the IgG ratio (avidity) fium low (<30%) to 
hgher levels ( ~ 3 0 % )  was determined in 36 sera fium 9 cases with 
acute primary rubella between days 1 to 120 after onset of exanthem, 
with borderlme between low (t30%) and hgh  (r30%) avidity after 
four weeks after onset of symptoms. In 65 sera fium women with 
reinfection during pregnancy, the total IgG ratio ranged between 
37% and 89%, indicating a previous infection. 
LP14521 Rubella and Varicella amongst Health Care 
Workers 
S. Touche, C. Fessard, D. Ingrand, J. Carquin. Centre Hospitalier 
Universitaire, Reims, France 
Objectives: to assess rubella and varicella zoster virus (VZV) re- 
ceptivity amongst health care workers, essentially young, possibly 
pregnant women. 
Methods: 1101 blood samples have been taken among 1008 med- 
ical and nurses students (78% female and 22% male) and 93 pediatric 
staf€members (100% female). Their average ages are 21.8 years for 
students and 37.7 years for s d .  
Antibodies were detected by immunoenzymatic assay (Elisa). 699 
students presented their medical records in which previous clinical 
infectious diseases and rubella vaccinations were noticed and com- 
pared to serological results. 
Results: 82.5% of students have a rubella high positive serology 
(IgG > 50 IU/ml), 10.5% have a low IgG level (10 < IgG < 50 
IU/ml) and 7% have a negative serology. Among the 785 female 
students, 5.4% have no immunization. Amongst students 45% of 
female and 1.5% of male are vaccinated. 2.4% of them have IgG < 
10 IU/ml. Amongst s d ,  79.5% have positive serology, 18.3% have 
low and 2.2% have no protective levels of antibodies. 
The degree of VZV receptivity has been tested because of four 
outbreaks of varicella at the Reims University Hospital since 1993. 
1005 students were tested. Only 67% of those having presented 
their medical record had a reported previous history of varicella 
disease. 
In fact, 94.8% are immunized (IgG 2 200 IU/ml). 3% are weakly 
immunized (60 < IgG < 200 IU/ml) and 2.2% are not immunized 
(IgG < 60 UI/ml) in spite of a history of previous varicella for 7 of 
them. 
93.5% of &€members are immunized and 6.5% of them are low 
immunized. 
Conclusions: health care workers are s t i l l  receptive to rubella 
for 2 to 7% of them in our study. This should be corrected by 
vaccination. 
5% are weakly or not immunized against varicella. A vaccination 
could also be necessary in case of high risk of transmission both to 
SUE and, then, to patients. 
I PI453 1 Outbreak of Mumps in a Boarding School 
I. Narkevitiiite, D. Kaletiniene, R. LeiSys, G. Aleksiene. Vilnius 
University Clinic Of Children’s Infectious Diseases, Cenhe af Hygiene, 
Vilnius, Lithuania 
Aim: To assay the epidemiological and clinical aspects of the out- 
break of mumps. 
Methods: An epidemiological analysis of mumps outbreak in 
1996 in one Vilnius boarding-school, containing 172 students, has 
been carried out. The clinical form of the disease have been deter- 
mined, general laboratory studies performed and urine amylase level 
found out. 
Results: During 2 months 53 (30.8%) of the 172 students fell ill 
with mumps: 14 persons (31.1%) of the 45 nonvaccinated and 39 
ones (30.7%) of the 127 vaccinated. AU the patients, except one, 
were vaccinated with the Russian monovalentic vaccine 1-14 years 
ago (approximately 9 years). The age of the patients were h m  7 
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to 19 (average 12.6 years). All the patients had their salivary glands 
involved, in most cases gl. parotis (alone or together with gl. submax- 
iuaris). All the patients, except two, had a fever (average 2.4 days). 
The urine amykse was elevated in 63.6% cases. All the patients 
recovered. Most of them had leukopenia or normocytosis with a 
moderate increase in ESR. 
Conclusions: During the mumps outbreak 30.7% of the vacci- 
nated students fell d. The form of the disease both for the vaccinated 
and nonvaccinated patients was easy. 
Epidemiology of opportunistic infections in 
AIDS patients 
[p14541 Endogenous S. aureus Recolonizes the Nares 
of HIV-infected Patients after Mupirocin 
Treatment 
E Perdreau-Remington, N. Huynh, J.N. Martin, M. Webb, 
M. Kartahja, O.G. Pasi, B.L. Lee, H.E Chambers, M.G. Tauber, 
J.L. Gerberding. Univeaity of Calfornia, Snn Francisco, U S A  
Background Nasal carriage of S. sums has been associated with an 
increased risk of infection. Temporary eradication can be achieved 
with intranasal mupirocin. 
Objective: To determine the source of recurrent S. aureus colo- 
nization following mupirocin treatment in HIV+ patients. 
Methods: Subjects were enrolled in a randomized, triple-blind 
clinical trial of mupirocin treatment (2% ointmentld for 5 days) of 
HIV-infected patients with persistant S. aureuc nasal carriage. Nares 
were cultured at baseline and 1, 2, 6, and 10 weeks post-treatment. 
Recurrent isolates (after initial eradication) were compared with 
pre-treatment isolates. Mupirocin sensitivity and PFGE of restriction 
hgments obtained after SmaI and KspI dgestion were performed 
on all isolates. 
Results: Nare cultures were negative at one or more follow-up 
visit in 34 of38 (85.3%) patients who received mupirocin. Recurrent 
colonization was not associated with the development of mupirocin 
resistance. Post-treatment cultures were positive in 14.7% at week 
1; 37.5% at week 2; 58.1% at week 6, and 73.5% at week 10. In 
20123 recurrent cases, the pre- and post-treatment isolates repre- 
sented the same done. In 5 of these, the follow-up DNA profiles 
differed from the origmal done in 2-3 bands, changes attributable 
to genetic events aEecting a smgle restriction site. Three patients ac- 
quired a new clone. Two patients did not respond to treatment and 
remained colonised with their initial clone. 
Conclusions: In this HIV-infected population, recurrence of S. 
aurm after mupirocin treatment was mainly due to recolonisation 
with the initial strain and was not associated with drug resistance. 
Long term eradication was compromised by the patients' own flora. 
Single genetic events affecting the fingerprints were fiequent even 
during this relatively short period of observation. 
-1 Bacteremia and Fungemia in HIV-Infected 
R. Manfkedi ', A. Nanetti ', M. Ferri *, 0. Coronado I ,  
A. Mastroianni I ,  E Chiodo l .  'Department ofExperimentul and 
Clinicul Medicine, Division of Infectious Diseuses, University of Bologna, 
Bologna, Italy, 'Department ofExperimenta1 and Clinical Medicine, 
Division ofMkrobioloD, University of Bologna, Bologna, Italy 
Objective: To assess the spectrum of bacterial and fungal pathogens 
responsible for disseminated infection in HIV-infected patients @). 
Hospitalized Patients 
Methods: During a 6-year period, 4682 blood cultures were per- 
formed to identlfy bacteria, fungi and mycobacteria in HIV-mfected 
hospitalized p, sdering h m  suspected heminaced infection: 851 
(18.2%) tested positive, leading to the isolation of 778 bacteria and 
fungi in 709 diEerent p (mycobacteria were excluded h m  t h ~ ~  
study). 
Results: Among the 748 identified bacteria, gram-positive mi- 
croorganisms largely predominated (580 isolates: 77.5%), while 
gram-negative accounted for the 18.6% of isolates, and anaerobes 
for the 3.9%. In particular, catalase-positive cocci represented the 
great majority of gram-positive bacteria (513 strains): Staph. aunw 
in 42 cases, S. epidermis in 246, other coagulase-negative staphylo- 
cocci in 131, Corynebacterium sp. in 39, Micmcocw sp. in 38, Baril- 
lus sp. in 10, and Rhodocoms equi in 7 p), while catalase-negative 
cocci were isolated in 67 cases (Enterocorcus faecalis in 29, E .  faedum 
in 5, Sh. pneumoniae in 9, and Sheptococw sp. in 24 p). Among 
gram-negative agents, enterobacteriaceae were isolated in 59 cases 
(goup D salmonellae in 30, group B/C salmonellae in 6, Escherichia 
coli in 12, Senatia marcesm in 8, Enterobacter sp. in 2, and Mebsiella 
pneumoniae in 1 p), oxidase-negative bacjlli in 46 cases (Xantomom 
maltophilia in 40, Xantomonas sp. in 1, and Acinetobader sp. in 5 p), 
and oxidase-positive bacilli in the remaining 34 cases (Pseudomom 
aentpinosa in 16, Pseudomom sp. in 7, Alculigenes sp. in 5, Flavibac- 
tm'um sp. in 3, and other bacteria in 3 p). Anaerobic bacteria were 
cultured in 29 cases (Ropionibaderium acnes in 26, Bacferoides sp. in 2, 
and Fusobderium sp. in the remaining p). Finally, fungemia (30 cases 
on the whole) was caused by Cryptococnrs neoformuns in 25 p, Candida 
albicans in 4, and C .  norvegensis in the remaining p. Discussion: The 
episodes of bacteremia and fungemia affecting p with HIV &ease 
present a broad etiological spectrum. Gram-positive bacteria prove to 
be the most kquent agents, with coagulase-negative staphylococci, 
enterococci, and Rhodo- equi as emerging pathogens. Among 
gram-negative organism, an elevated fiequency of Salmonelk and 
Pseudomom sp. is observed, while an increasing incidence of Xun- 
tomonas and Senafia sp. is recorded. Opportunistic yeasts (mostly C. 
neoformans) are responsible of all cases of fungemia. An estimate of 
the etiological spectrum of disseminated infection complicating ad- 
vanced HIV disease may represent an useful reference in order to 
plan empiric antimicrobial treatment of presumed bacterial or fungal 
sepsis in HIV-infected p. 
lp14561 Xanthomonas maltophilia Infection in the 
Setting of HIV Disease 
R. M d d ' ,  A. Nanetti', M. Fern', E Chiodo'. 'Dept. of 
Expm'menfal and Cliniral Medicine, Division ofIt$ectious Diseuses, 
University of Bologna, Bologna, Italy, 'Dept. of Microbiolon, University 
of Bologna, Bologna, Ituly 
Objective: To evaluate the fiequency and sigdcance of Xan- 
thornonus maltopilia (Xm) complications in HIV-infected patients (p). 
Methods: A retrospective review of clinical records of nearly 2000 
HIV-infected p followed since 1991 was performed to identlfy Xm 
infections, and to evaluate their occurrence and outcome according 
to several epidemiological, dimcal, and laboratory variables. 
Results: As a whole, 54 episodes of Xm infection occurred in 52 p 
out of 2000 (-2.6%): 38 males and 14 females, aged 21-54 years (25 
ex-i.v. drug users, 15 heterosexuals and 12 homosexuals). Pathogens 
were isolated finom blood cultures in most cases (44 episodes), and 
h m  BAL or respiratory secretions (5), urine (2), pharyngeal swab 
(2), and lymph no& biopsy (1). X m  represented the fourth most 
common etiological agent of bacteremia in our series, behind Stuphy- 
lococw aunus, S. epidermidis and coagulase-negdtive staphylococci (44 
cases of 781: 5.6%). Fourteen episodes of 54 occurred as polymi- 
crobial infections, with staphylococci, Pseudomom aeruginosa and 
